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<110> APPLICANT: Kainoh, Mie 

Tanaka, Toshiaki 
<120> TITLE OF INVENTION: Chimeric Proteins, their Heterodimer 

Complexes, and Platelet Substitutes 
<130> FILE REFERENCE: 1102-98 

<140> CURRENT APPLICATION NUMBER: 09/155, 514C 

<141> CURRENT FILING DATE: 1998-11-17 

<150> PRIOR APPLICATION NUMBER: WO PCT/ JP98/00370 

<151> PRIOR FILING DATE: 1998-01-29 

<150> PRIOR APPLICATION NUMBER: JP 9-15118 

<151> PRIOR FILING DATE: 1997-01-29 

<150> PRIOR APPLICATION NUMBER: JP-9-234544 

<151> PRIOR FILING DATE: 1997-08-29 

<160> NUMBER OF SEQ ID NOS : 34 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 4228 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: sequence encoding fusion protein 

<221> NAME /KEY: CDS 

<222> LOCATION: (1) . . . (2958) 

<221> CDS 

<222> LOCATION: (3316) . . . (3360) 
<221> CDS 

<222> LOCATION: (3480) ... (3808 ) 
<221> CDS 

<222> LOCATION: (3905) . . . (4228) 
<400> 1 
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795 










800 




251 


aat 


gag 


cct 


gaa 


acg 


tgc 


atg 


gtg 


gag 


aaa 


atg 


aac 


tta 


act 


ttc 


cat 


2448 


252 


Asn 


Glu 


Pro 


Glu 


Thr 


Cys 


Met 


Val 


Glu 


Lys 


Met 


Asn 


Leu 


Thr 


Phe 


His 




253 










805 










810 










815 






255 


gtt 


ate 


aac 


act 


ggc 


aat 


agt 


atg 


get 


ccc 


aat 


gtt 


agt 


gtg 


gaa 


ata 


2496 


256 


Val 


He 


Asn 


Thr 


Gly 


Asn 


Ser 


Met 


Ala 


Pro 


Asn 


Val 


Ser 


Val 


Glu 


He 




257 








820 










825 










830 








259 


atg 


gta 


cca 


aat 


tct 


ttt 


age 


ccc 


caa 


act 


gat 


aag 


ctg 


ttc 


aac 


att 


2544 


260 


Met 


Val 


Pro 


Asn 


Ser 


Phe 


Ser 


Pro 


Gin 


Thr 


Asp 


Lys 


Leu 


Phe 


Asn 


He 




261 






835 










840 










845 










263 


ttg 


gat 


gtc 


cag 


act 


act 


act 


gga 


gaa 


tgc 


cac 


ttt 


gaa 


aat 


tat 


caa 


2592 
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264 


Leu 


Asp Val Gin 


Thr 


Thr 


Thr 


Gly 


Glu 


Cys 


His 


Phe 


Glu 


Asn 


Tyr 


Gin 




265 




850 








855 










860 












267 


aga 


gtg 


tgt gca 


tta 


gag 


cag 


caa 


aag 


agt 


gca 


atg 


cag 


acc 


ttg 


aaa 


2640 


268 


Arg 


Val 


Cys Ala 


Leu 


Glu 


Gin 


Gin 


Lys 


Ser 


Ala 


Met 


Gin 


Thr 


Leu 


Lys 




269 


865 








870 










875 










880 




271 


ggc 


ata 


gtc egg 


ttc 


ttg 


tec 


aag 


act 


gat 


aag 


agg 


eta 


ttg 


tac 


tgc 


2688 


272 


Gly 


He 


Val Arg 


Phe 


Leu 


Ser 


Lys 


Thr 


Asp 


Lys 


Arg 


Leu 


Leu 


Tyr 


Cys 




273 








885 










890 










895 






275 


ata 


aaa 


get gat 


cca 


cat 


tgt 


tta 


aat 


ttc 


ttg 


tgt 


aat 


ttt 


ggg 


aaa 


2736 


276 


He 


Lys 


Ala Asp 


Pro 


His 


Cys 


Leu 


Asn 


Phe 


Leu 


Cys 


Asn 


Phe 


Gly 


Lys 




277 






900 










905 










910 








279 


atg 


gaa 


agt gga 


aaa 


gaa 


gec 


agt 


gtt 


cat 


ate 


caa 


ctg 


gaa 


ggc 


egg 


2784 


280 


Met 


Glu 


Ser Gly 


Lys 


Glu 


Ala 


Ser 


Val 


His 


He 


Gin 


Leu 


Glu 


Gly 


Arg 




281 






915 








920 










925 










283 


cca 


tec 


att tta 


gaa 


atg 


gat 


gag 


act 


tea 


gca 


etc 


aag 


ttt 


gaa 


ata 


2832 


284 


Pro 


Ser 


He Leu 


Glu 


Met 


Asp 


Glu 


Thr 


Ser 


Ala 


Leu 


Lys 


Phe 


Glu 


He 




285 




930 








935 










940 












287 


aga 


gca 


aca ggt 


ttt 


cca 


gag 


cca 


aat 


cca 


aga 


gta 


att 


gaa 


eta 


aac 


2880 


288 


Arg 


Ala 


Thr Gly 


Phe 


Pro 


Glu 


Pro 


Asn 


Pro 


Arg 


Val 


He 


Glu 


Leu 


Asn 




289 


945 








950 










955 










960 




291 


aag 


gat 


gag aat 


gtt 


gcg 


cat 


gtt 


eta 


ctg 


gaa 


gga 


eta 


cat 


cat 


caa 


2928 


292 


Lys 


Asp 


Glu Asn 


Val 


Ala 


His 


Val 


Leu 


Leu 


Glu 


Gly 


Leu 


His 


His 


Gin 




293 








965 










970 










975 






295 


aga 


ccc 


aaa cgt 


tat 


ttc 


acg 


gat 


ccc 


gag 


ctgctggaag caggctcagc 


2978 


296 


Arg 


Pro 


Lys Arg 


Tyr 


Phe 


Thr 


Asp 


Pro 


Glu 
















297 






980 










985 


















299 


gctcctgcct ggacgcatcc cggctatgca 


. gccccagtcc 


agggcagcaa < 


ggcaggcccc 


3038 


300 


gtctgcctct tcacccggag cctctgcccg 


r ccccactcat 


gctcagggag . 


agggtcttct 


3098 


301 


ggctttttcc caggctctgg gcaggcacag 


[ getaggtgee 


cctaacccag < 


gccctgcaca 


3158 


302 


caaaggggca ggtgctgggc tcagacctgc 


; caagagecat 


ateegggagg . 


accctgcccc 


3218 


303 


tgacctaagc ccaccccaaa ggccaaactc 


: tccactccct 


cagctcggac , 


accttctctc 


3278 


304 


ctcccagatt ccagtaactc ccaatcttct 


etctgea gag ccc aaa tct tgt gac 


3333 


305 




















Glu Pro Lys Ser Cys Asp 




306 


























990 






308 


aaa 


act 


cac aca 


tgc 


cca 


ccg 


tgc 


cca 


ggtaagccag cccaggcctc 




3380 


309 


Lys 


Thr 


His Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


















310 






995 








1000 




















312 


gccctccagc tcaaggcggg acaggtgccc 


: tagagtagee 


tgcatccagg < 


gacaggcccc 


3440 


313 


agccgggtgc tgacacgtcc acctccatct 


cttcctcag cac ctg aac 


tec tgg 


3494 


314 




















His Leu Asn ; 


Ser Trp 




315 


























1005 






317 


ggg 


gac 


cgt cag 


tct 


tec 


tct 


tec 


ccc 


caa 


aac 


cca 


agg 


aca 


ccc 


tea 


3542 


318 


Gly Asp Arg Gin 


Ser 


Ser 


Ser 


Ser 


Pro 


Gin 


Asn 


Pro Arg 


Thr 


Pro 


Ser 




319 






1010 








1015 








1020 






321 


tga 


tct 


ccc gga 


ccc 


ctg 


agg 


tea 


cat 


gcg 


tgg 


tgg 


tgg 


acg 


tga 


gec 


3590 


322 




Ser 


Pro Gly 


Pro 


Leu Arg 


Ser 


His 


Ala 


Trp 


Trp 


Trp 


Thr 


* 


Ala 




323 






1025 








1030 








1035 






325 


acg 


aag 


acc ctg 


agg 


tea 


agt 


tea 


act 


ggt 


acg 


tgg 


acg 


gcg 


tgg 


agg 


3638 


326 


Thr 


Lys 


Thr Leu Arg 


Ser 


Ser 


Ser Thr Gly Thr Trp Thr Ala Trp Arg 
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L:38 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:41 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 1 

L:44 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 1 

L:47 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 1 

L:50 M-.258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:1 



L: 


384 


M: 


281 


W: 


Numeric Fields not Ordered, 


<22l5 


• Sort in ascending order! 




L: 


387 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:2 


L : 


390 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:2 


L: 


393 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:2 


L: 


396 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:2 


L: 


852 


M: 


281 


W: 


Numeric Fields not Ordered, 


<22l5 


> Sort in ascending order! 




L: 


855 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:19 


L: 


858 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:19 


L: 


861 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:19 


L: 


864 


M: 


258 


W: 


Mandatory Feature missing, 


<220> 


Tag 


not 


found 


for 


SEQ 


ID# 


:19 
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